ABSTRACT Vitreoscilla sp. strain C1 is of historical importance as the source of the first prokaryotic hemoglobin identified. Vitreoscilla spp. rely on their hemoglobin and cytochrome oxidase to grow in microaerobic environments despite their aerobic nature. To help characterize this historically relevant strain, we sequenced the complete Vitreoscilla sp. strain C1 genome.
Discrepancies were curated manually with Artemis 16.0.0 (16) based on the sum of evidence presented by the individual predictors. The previously determined sequences of the VHb (17) and cytochrome bo loci (18) were confirmed.
Data availability. The Vitreoscilla sp. strain C1 genome was deposited in GenBank under the accession number CP019644.
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